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axmi-008 

cryl9Aa-orf 2 

crybun2orf 2 

crybun3orf 2 

cry4Aa 

cry4Ba 

CrylA 

Cry4A 

Cry5A 

Cry7A 

Cry8A 

Cry9A 

Cryl2A 

Cryl4A 

Cry21A 



MSPMFTSSTKNTLKIETTDYEIDQAAISIECMSDEQNPQEKIMLWDEIKLAKQLSQSRNL 60 

WFMLTSGAKJ^LKLETTDYEIDQMANAIENMSGEQYSQEKr^QWHDIKYAKQLSQARNL 60 

- - -MFISNIKNTLKIETTDYEIDQAAISIECMSNEHSSKEEMMLWDEVKQAKQLSWSRNL 57 

- - -MFTNGTKNTLKIETTDYEIDQAAISIECMSDEHSPKEKMMLWDEVKRAKLLSQSR^ 57 
INTFYANPIKNTLQSELTDYDIDQAANLVECISEELYPKEKMLLLDEVKNAKQLSQSRNV 60 
WALFTNDAKDAI^IGTTDYDIDQAANLVECISEELYPKEKMLLLDEVKN/UCQLSQSRNV 60 

LKTDVTDYHIDQVANLVECLSDEFCLDEKQELSEKVKHAKRLSDERNL 4 8 

LQSELTDYDIDQ7VANLVECISEELYPKEKMLLLDEVKNAKQLSQSRNV 48 

LAHNVSDHDIEEVVLKVDALSDEVFGDEKKALRKLVNQAKRLSRARNL 4 8 

LQKDVTDYKVDQVS I LVDCI SGDLYPNEKRELQNLVKYAKRLSYSRNL 4 8 

LRPGVTDYEVNQAANLVECLSDDLYPNEKRLLFDAVREAKRLSGARNL 4 8 

LQVNVKDYQVDQAAMLVSCLSDEQYGYDKKMLLEAVRAAKRLSRERNL 4 8 

LASNVSDYWI EQVVMKVDALSDEVFGKEKKALRKLVNWAKRLSKIRNL 4 8 

LALKVSSYQINQVALKVMALSDEKFCEEKRLLRKLVNKANQLLEARNL 4 8 

LAHTVSDYKIDQVVLKVNALSDDVFGVEKKALRKLVNQAKWLSKARNV 4 8 
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cryl9Aa-orf 2 

crybun2orf 2 

crybun3orf 2 
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LQNGDFS GNDWTFGNDIIIGSNNPIFKGKFLQMRGARDIYGTLFPTYICQKIDESKL 117 

LQNGDFEDL-FSGWTTSNQMSIQADNATFKGNYLHMSGARDIYGTIFPTYIYQKIDESKL 119 
LYNGDFEDV- SNGWKTSNTIEIRENSPVFKGHYLHMFGARDIDGTLFPTYIYQKIEESKL 116 
LQNGDFGDFYGNDWKFGNNIIIGSNNSIFKGNFLQMSGARDIYGTIFPTYIYQKIDESKL 117 
LQNGDFESA- TLGWTTSDNITIQEDDPI FKGHYLHMSGARDIDGTI FPTYI FQKIDESKL 119 
LQNGDFESA-TLGWTTSDNITIQEDDPIFKGHYLHMSGARDIDGTIFPTYIFQKIDESKL 119 

LQDPNF YPTYLYQKIDESKL 68 

LQNGDF FPTYIFQKIDESKL 68 

LIGGSF SPSYIFQKVEESKL 68 

LLDPTF YPTYLYQKIDESKL 68 

LQDPDF YPTYLYQKVEEGVL 68 

LQDPDF YPTYIYQKVDASEL 68 

LIGGNF HPSYIFQKVEESKL 68 

LVGGNF FTSYAYQKIDESTL 68 

LVGGNF - -YPSYAYQKIDESKL 68 
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cryl9Aa-orf 2 

crybun2orf 2 

crybun3orf 2 

cry4Aa 

cry4Ba 

CrylA 

Cry 4 A 
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Cry8A 
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Cry21A 



KPYTRYRVRGFVGSSKDLKLMVTRYGKEIDAIMNVPNDLAYMQPNPSCGDYRCES- - -SS 174 

KPYTRYLVRGFVGSSKDLELIWMRYGKEIDTVMNVPNDIPYVPSMPVCNELYDGQQPYPN 179 

KPYTRYRVRGFVGSSKDLKLMVTRYGKEIDAMMNVPNDLAYMQPTPSCGDSRCES SS 173 

KPYTRYRVRGFVGSSKDLRLMVTRYGKEIDAMMNVPNDLAYMQPNPSCGDSRCES SS 174 

KPYTRYLVRGFVGSSKDVELWSRYGEEIDAIMNVPADLNYLYPSTFDCEGS- - N 172 

KPYTRYLVRGFVGSSKDVELWSRYGEEIDAIMNVPADLNYLYPSTFDCEGS N 172 

KAYTRYQLRGYIEDSQDLE 87 

KPYTRYLVRGFVGSSKDVE 87 

KPNTRYIVSGFIAHGKDLE 87 

KEYTRYKLKGFIESSQDLE 87 

KP YTRYTLTGFVGS SQGLE 87 

KPYTRYRLDGFVKS SQDLE 87 

KPNTRYTI SGF I AHGEDVE 87 

KPYTRYKVSGFIGQSNQVE 87 

KSNTRYTVSGFIAQSEHLE 87 
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QYVSQGYPTP-TDGYAPDMYACPQNIDRKHVKCHDRHPFDFHIDTGEVDTNTNVGIDVLL 233 
RHVGYYNPMP- VSQPSYTSDTCQCTPGKKHWCHDSHQFKFHIDTGEVDYNTNLGIWVLF 238 
RYVSQGYPTPWDGYASGRYACQSNRGTKHVKCHDRHPFDFHIDTGELDTNTNVGIDVLF 233 
QYVSQGYPTP-TDGYAPDRYACPSSSDKKHVMCHDRHPFDFHIDTGELDTNTNVGIDVLF 233 
RCETSAVPAN- IGNTSDMLYSCQYDTGKKHVVCQDSHQFSFTIDTGALDTNENIGVWVMF 231 
RCETSAVPAN- IGNTSDMLYSCQYDTGKKHWCQDSHQFSFTIDTGALDTNENIGVWVMF 231 

HHFSLDIDVGCTDLNEDLGVWVIF 111 

HQFSFTIDTGALDTNENIGVWVMF 111 

HFFSYSIDVGALDLQANPGIEFGL 111 

HSDSLNIDTGSINHNENLGIWVLF 111 

HEFSLPIDIGELDYNENAGIWVGF 111 

HEFSSYIDTGDLNSSVDQGIWAIF 111 

HFFSYSIDVGSLEMEANPGIEFGL 111 

HFFNYSIDVGALHPELNPGIEIGL 111 

HFFSYSIDVGSLQSDVNLGIEFGL 111 
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KISNPDGYATVGNLEVIEEGPLTGEALAHVKQKEKKWKQHMEKKRWETQQAYDPAKQAVD 2 93 

KISS PDG YATLDNLE VI EEGP WGEAVTHVKQKEKKWNQQMEKKRMETKRVYDRAKQAVD 2 98 

KI SNPDGYATLGNLEVI EEGPLTGEALTHVKQKEKKWKQHMEKKRWETQQAYDPAKQAVD 2 93 

KISNPDGYATLGNLEVIEEGPLTGEALTHVKQKEKKWKQHMEKKRWETQQAYDPAKQAVD 2 93 

KISSPDGYASLDNLEVIEEGPIDGEALSRVKHMEKKWNDQMEAKRSETQQAYDVAKQAID 291 

KISSPDGYASLDNLEVIEEGPIDGEALSRVKHMEKKWNDQMEAKRSETQQAYDVAKQAID 291 

KIKTQDGHARLGNLEFLEEKPL 133 

KISS PDGYASLDNLE VI EEGP I 133 

RIVNPTGMARVSNLEIREDRPL 133 

KISTLEGYAKFGNLEVIEDGPV 133 

KITDPEGYATLGNLELVEEGPL 133 

KVRTTDGYATLGNLELVEVGPL 133 

RIVKPTGMARVSNLEIREDRPL 133 

KIVQSNGYITISNLEIIEERPL 133 

RI AKPNGFAKI SNLE I KEDRPL 133 
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